[2,4-diamino-5-(p-chlorophenyl)-6-ethyl pyrimidine], is an antifolate drug widely used in malarial chemotherapy. It selectively inhibits the bacterial dihydrofolate reductase enzyme through several hydrogen bonds. 1 The crystal structures of pyrimethamine [PMN] 2 and PMN bezenesulfonate 3 have been reported from our laboratory. Picolinic acid (pyridine-2-carboxylic acid) is a well-known terminal tryptophan metabolite. 4 The compound PMN picolinate, was prepared by mixing a methanolic solution of pyrimethamine (62 mg), and picolinic acid (31 mg) in 1:1 molar ratio. The resultant solution was warmed in a water bath for 20 min. After a few days, plate-like crystals were obtained. The crystallographic data are listed in Table 1 .
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The data were collected on a Bruker AXS diffractometer using graphite-monochromatized Mo-Ka (0.071073 nm) radiation at 293 K. The structure was solved by direct method and refined by full-matrix least squares on F 2 . All non-hydrogen atoms were refined anisotropically. All the hydrogen atoms were included at calculated positions and refined using a riding model with C-H and N-H distances of 0.93 and 0.86 Å, respectively, and freely refined with Uiso(H). The final R-value is 0.0662. The atomic coordinates and equivalent isotropic displacement parameters are listed in Table  2 . A view of an ORTEPII plot of the title compound is shown in Fig. 2 . Some selected bond distances and angles are given in Table 3 .
The asymmetric unit contains a pyrimethamine cation and a picolinate anion.
The PMN (pyrimethamine) moiety is protonated at N1, as evident from the increase in the ring angle at N1 (C2-N1-C6) [from 116.25(18)˚ (molecule A) and 116.09(18)˚ (molecule B) in neutral PMN 2 to 122.16(12)˚. The conformation of the PMN cation is described by two angles. First is the dihedral angle between the 2,4-diaminopyrimidine and the p-chlorophenyl planes. Second is the torsion angle, which represents the deviation of the ethyl group from the pyrimidine plane. The dihedral angle between the pyrimidine and benzene ring is 88.61(9)˚, which is close to the value observed in computer modeling studies on DHFR-PMN complexes. 5 The torsion angle, t, is [C5-C6-C7-C8] = 107.2(2)˚. The bond connecting the pyrimidine and the phenyl ring (C5-C9) is 1.472(16)Å. This value is in close agreement
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The title compound was prepared by reacting pyrimethamine [2,4- These motifs further generate a square-grid like structure. The protonated N1 atom and the ethyl group hydrogen atom is hydrogen bonded to the carboxylate oxygen atom (O1) via N-H·O & C-H·O hydrogen bonds to form a R1 2 (6) motif. Here, the O1 oxygen atom acts as a bifurcated acceptor. The hydrogen-bond parameters are given in Table 4 . A p-p stacking interaction is observed between the PMN cations and the picolinate anions, with a perpendicular separation of 3.593 Å, a centroid-to-centroid distance of 3.678(11)Å and a slip angle (the angle between the centroid-to-centroid vector and the normal to the plane) of 13.81˚. Table 3 Bond lengths (Å) and bond angles (˚) 
